Optimization of DNAI1 mRNA Constructs to Treat
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o Incorporation of optimized ORF provided higher quality mRNA (higher fraction of full-length
MRNA)

o CO++ sequence optimization provided higher levels of expression in A549 cells
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detectable levels and significantly reduced in vitro cytokine responses.

These results support development of inhaled mMRNA as a promising disease-modifying therapy for
PCD.
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o Cap 1 (m7GpppGm) — enyzmatic, post-transcriptional capping approach
o short 5’-UTR with Kozak sequence (GCC ACC AUGXx)

o optimized DNAI1 open reading frame (ORF) sequence

Post
Treatment

Disclosures:

(Hennig) Research supported by — ReCode Therapeutics, Authors relevant interests — ReCode Therapeutics, Employee and hold
stock options

(Ishimaru, Liston, Bhattacharjee, Sidhu, Poniatowski, Lister, Casillas, Comini, Kharitonov, Lockhart, and Wustman) Research
supported by — ReCode Therapeutics, Authors relevant interests — ReCode Therapeutics, Employee and hold stock options

NO PICTURES OR RECORDING ARE ALLOWED

VitroCell Cloud Exposure System

o 3’-UTR: poly(A,5) tail encoded in template




