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Optimized mMRNA Sequence Improves Quality and Translation Efficiency
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Similar results compared with IL-6 response obtained with a broader panel of cytokines
Incorporation of modified nucleotides significantly reduces immunoreactivity

m'¥Y mRNA versions elicit no detectable cytokine response at doses 125-250x higher than
the doses required for maximum protein production

MRNA Production Workflow and Constructs

o Incorporation of optimized ORF provided higher quality mRNA (higher fraction of full-length
MRNA)

o CO++ sequence optimization provided higher levels of expression in A549 cells
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VitroCell Cloud Exposure System

o 3'-UTR: poly(A,,) tail encoded in template
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